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. miRNA editing ratio in oocyte and early zygotic stages.
The percentage of A to I and C to U editing of miRNAs was calculated in each stage. 
Stage

Supplementary Data sets
Data set S1
Expression level and adenylation ratio of miRNAs, endo-siRNAs, piRNAs, tRNA derived and -fragments in mouse oocytes and embryos.
Data set S2
Down-regulated genes targeted by the conserved 20 most abundant miRNA families in 2C-4C embryos.
